Supplementary Figure 4.
The prevalence of globin mRNAs from different species was reduced by type 3'DNA long GlobinLock oligonucleotides, quantified by qPCR. NA indicates the inability to detect the specific globin with unique primers using a SYBR green qPCR assay. Template dilutions (10×) were used in this relative qPCR design and therefore the reduction effect up to ten is measured accurately according to existing dilution factor but fold change values above ten are out of the reported quantification range.
Globin mRNA reduction for whole-blood transcriptome sequencing
Krjutškov et al., Table 2 . The specificity of GlobinLock with 1-100 ng of whole-blood RNA, using two artificial spike-in molecules. One-way ANOVA analysis together with t-test p-values to measure the significance based on two spike-in molecule (Spike-1 and Spike-2) detection rates at different whole-blood RNA input levels. 
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